Microarray technology is becoming one of the most productive methods used to elucidate the complex interdependence present in biological systems. This technology can be used to compare nature cells with cells differentiated from stem cells to identify molecular differences between them. To date, only a few reports have analyzed differentiated cells by microarray. Here, microarray was used to identify genes abnormally expressed in differentiated islet-like clusters compared with normal pancreas islet. Successful conversion of pancreatic stem cells (PSCs) into islet-like clusters has been reported. In this study, we investigated the properties of clusters by DTZ staining and microarray. DTZ stained clusters were selected out, then mRNA expression was investigated using microarray.
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